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PRKAR2BMYBNMUWNT5AWNT5ABCL2CCND2CCND2CCND2BCL2L11BCL2L11BCL2BCL2ATXN1ATXN1PDE4DHEG1FRZBFRZBKLHL24KLHL24CDK19PBXIP1PBXIP1PRKACBPRKACBSEL1L3SEL1L3VGLL4KLF12H3F3BGADD45BGADD45BGADD45BCREB5SASH1LHFPL2BAZ2ATSPYL2RNF2SPATA2STX12MAP7MAP7MAP7RRAGDRRAGDUBE2D1SGK3SPARTEGLN3ACVR1QKIENPP4ENPP4TRIB1DNAJB9PMEPA1NFIBHEG1ASAP1KLF9KLF9BTBD3RHOBNRP1TRIM2TRIM2TRIM2VANGL1SH3BP4PRUNE2MAFMAFTMEM127FAM46AMREGHES1HES1QKICYBRD1BMPR2BMPR2TGIF1TCF4TCF4TCF4TCF4TCF4TCF4KLF11DENND4CSTAT3STAT3CLIP1CLIP1HHEXHHEXLRP8LRP8EEDZNF451GPATCH8MTMR9ZCCHC2KLF12PDE4DPDE4DPLEKHF2BRWD1CDK19TOM1L2BCL11ABCL11ABCL11APOGZOTUD3TARDBPRNGTTKLF12POGZATG16L1LAMC1BBC3METINSIG1DCAF8DCAF8PPP2R1BHOXA5GNA12PTPRGCAMSAP2CAMSAP2DLC1ENAHRNGTTRNGTTRNGTTHIPK3HIPK3SLC6A6WEE1DESI2SZRD1SZRD1MAP4DYRK1BAGFG1RFX7ILF3BAG5DCAF7PLEKHB2AKAP13PRNPMFSD6CNOT4FNDC3AHSP90B1CALUCALUTBL1XR1CD164LIN7CPTP4A1CDV3GALNT4PLPBPSP1ATP6V1C1PAFAH1B1YWHAEZNF614PPP2R1BPPP2R1BARID1AARHGAP1PBXIP1ZBTB18TGFBR2CADM1CADM1CADM1SATB2VPS37BZNF711SCML2NME4JARID2MAP4MID1IP1DYNC1LI2SECISBP2LVGLL4SNX27LDLRLDLRSPATA2ASXL1MPHOSPH9MYCBPPTPN4MRPS12FNDC4NLKSGMS1KLHL20ARHGAP12SLC4A7SLC4A7SLC4A7DYRK2DYRK2DYRK2DESI2SMAD5SMAD5ENDOD1KRASTMEM159SLC35D1SLC35D1ZCCHC14BRWD1U2SURPMPHOSPH9RNF41RNF41E2F2RMND5AMETMETMETSOX4SOX4SOX4SOX4
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